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What is claimed is: . CM11Pn re selected from the 

U An isotated pCypept.de Wring an am.no acd sequence 

group consisting of: \ 

an amino acid sequence of SEQ ID NO: 1 , 

• Vid«*roence having at least 90% sequence 
b) a naturally-occurring ammo a^ quence g 

identity to the sequence of Stigfo NO:l. 
d) an— gen.cfragn.en.of.heUnoacidsequenceofSEQroNO.l. 

, .n.o.a.edpo^deofc.a^VinsasequenceofSEQIDNO,. 

3. An.solatedpolynuXtideenccdingapo.ypeptideofc.ai^ 1. 

4. An isoiated p„,v™cleo U \ncoding a polypeptide of <*L 2. 
, Aa ^rt^-^^'-^- S,SH(>,,>N0:a - 

to a polynucleotide of claim 3. \ 

7 . A ceU transfonned with a icontbinant polynudeotide of cta^ 6. 

" ^.nsatdceUts— -V"-^-*-^ 1 ^;- 

apolynucleotide encoding the polypeptiX^ctam 1, and 
b) recovering the polypeptide so expressed. 

9 . A m ethodofc,ai{ 8 , W he r ein.hepolypeptidehasWenceofSEQID 
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10. An isolated antibody which spefefPically binds to a polypeptide of claim 1. 
An isolated polynucleotide comprising a sequence selected from the group 



consisting of: 

a) a polynucleotide sequence 6f SEQ ID NO:2, 

b) a naturally-occurring polynucleotide sequence having at least 90% sequence 
identity to the sequence of SEQJD NO:2, 

c) a polynucleotide sequence complementary to a), 

d) a polynucleotide sequence complementary to b) and 

e) a ribonucleotide equivalent of a)-d). 



15 claim 1 



12. An isolated polynucleotide comprising arJeast 60 contiguous nucleic acids of 



13. 



A method fon detecting a target polynucleotide in a sample, said target 



polynucleotide having a seqmence of a polynucleotide of claim 11, the method comprising: 
a) hybridizing the«ample with a probe comprising at least 20 contiguous 

nucleotides comprising a sequence complementary to said target polynucleotide 
in the sample, ancmvhich probe specifically hybridizes to said target 
polynucleotide, under conditions whereby a hybridization complex is formed 
between said probe and said target polynucleotide or fragments thereof, and 
detecting the presence V absence of said hybridization complex, and, 
optionally, if present, theNamount thereof. 



\ 



b) 



14. 

nucleotides. 



A method of claim 13, where\n the probe comprises at least 60 contiguous 



IK 



A method for detecting a target polynucleotide in a sample, said target 
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\ " 

polynucleotide having a sequence of a polynucleotide of claim 11, the method comprising: 
a) amplifying said target polynucleotide or fragment thereof using polymerase 
chain reaction amplification, and 
^ b) detecting the presence or absence of said amplified target polynucleotide or 



v fragment thereof, and, optionally! if present, the amount thereof. 

16. A composition comprising a polypeptide of claim 1 and an acceptable 



excipient. 



17. A composition of claimy6, wherein the polypeptide has the sequence of SEQ 



IDNO:l. 



18. A method for screening a compound for effectiveness as an agonist of a 
polypeptide of claim 1, the method compri 

a) exposing a sample comprising \ polypeptide of claim 1 to a compound, and 

b) detecting agonist activity in the sample. 



19. A method for screening a compound for effectiveness as an antagonist of a 
polypeptide of claim 1, the method comprising: 

a) exposing a sample comprising a polypeptide of claim 1 to a compound, and 

b) detecting antagonist activity in the sample. 



20. A method for screening a compound for effectiveness in altering expression of 
a target polynucleotide, wherein said target polynucleotide comprises a polynucleotide 
sequence of claim 11, the method comprisingA 

a) exposing a sample comprising theXtarget polynucleotide to a compound, under 
conditions suitable for the expression of the target polynucleotide, 

b) detecting altered expression of the taieet polynucleotide, and 

c) comparing the expression of the targetpolynucleotide in the presence of 
varying amounts of the compound and in the absence of the compound. 
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a) 
b) 



a 



22. 



A method for assess^ tox.cy or r nd; 

hybridizing the nuclei acrdsoftn leotide of claim 11 

■ • „, i.«t 20 iontiguous nucleotides ot a pui j 
compns.ng at least ° t 8 flc hybndization conrple, is formed between 

said probe and a targe, jUynucleofd polynude otide of 

pCynucleotide compnsiW a polynucleotide sequence 
claim 11 or fragment thereof; 
qU antifyingthe amount 

sampiew r h TX^ 

samplcwheremad.fferenceY , - ity of the tes t compound, 

treated biological sample is indicative of toxicity 

^ jfia the amino acid sequence of SEQ ID 

A polypeptide of claim 1 , compn^the amm 



NO.l. 



23. 

ID NO:2. 

24. 

PDE9A in 
a) 



b) 



A polynucleotide of claim 11 



[ ^pnsing the polynucleotide sequence of SEQ 



• nr disease as/ociated with the expression of 
A diagnostic test for a condition or disease as^o 

l biological sample comprising the steps ,ot/ y 10 , under conditions 

suitable for the anfbody to bmdltoe poiyp V 

polypeptide complex; and J^V^ Qf the complex correlates with the 
detecting the complex, wheret*tne p ^ 
pre sence of the polypeptide^thebiologVal sample. 

, The antibody of clar^/wheretn the antibody ,s: 
(a) a chimeric antib/dy; 
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(b) a single chain antibody; 

(c) a Fab fragment; 

(d) a F(ab') 2 fragment; or 

(e) a humanized antibody. 

2 , ^^^rr^^^ 

of p DE9A , n asu bj ec 5 ,co mP ns ing a dml n i sy( i n gt os,dsu b) ec t a n e (f ec t 

10 composition of claim 26. 

! v . of iaiiWwherein the antibody is labeled. 

28 A composition ol maimer, w 

15 0 fFDE9Ainasubjec^^ \ 
composition of claim^ 

: 30. ^ h o d o f pJX g apo, y 4 — M ~*>»><«> 

antibody of claim 10 comprisfi/g: NO:l or an 

- • — fctrrir,.,.,.— ^ 

■ i „ oJihndies from said animal; and 

b) .-.aunsa^oa, s wlth the ^pUde .hereby «n g a 

c ) screening/the isolated anuu ot , t ;Hp of SEO ID 
p „ ly c 1 oIa„t i bodywhichbindsspec i fica Hyt oapo ly pep tl deofSEQ 



NO.l. 



31 . An/ntibodyprodueedby ame.hodof c.aim30. 

32 . Z^.onco^.bean.ibodyof *— « 
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33. A method of making a monoclonal antibody with the specificity of the 1 
antibody of claim 10 comprising: 

a) immunizing an animal with a polypeptide of SEQ ID NO: 1 or a 
immunogenic fragment thereof under conditions to elicit an a/ftibody response; 

b) isolating antibody producing cells from the animal; 

c) fusing the antibody producing cells with immortalized cells to form 
monoclonal antibody-producing hybridoma cells; 

d) culturing the hybridoma cells; and 

e) isolating from the culture monoclonal antibodv/which binds specifically to a 
polypeptide of SEQ ID NO: 1 . 



34. A monoclonal antibody produced by a e 



35. A composition comprising the antibody of claim 34 and a suitable carrier. 



36. The antibody of claim 10, 
expression library. 



l the antibody is produced by screening a Fab 



37. The antibody of claim 10/ wherein the antibody is produced by screening a 
recombinant immunoglobulin library. 



38. A method fe<r detecting a polypeptide of SEQ ID NO:l in a sample comprising 
the steps of: 

a) incubating the antibody of claim 10 with a sample under conditions to allow 
specific binding of the antibody and the polypeptide; and 

b) detecting specific binding, wherein specific binding indicates the presence of a 
polypeptide of SEQ ID NO:l in the sample. 



A method of purifying a polypeptide of SEQ ID NO:l from a sample, the 
method comprising: 
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a ) incubating the antib* 
specific binding of 

b) separating the antj 
SEQIDNO.l 




tlairn 7 10 with a sample under conditions to allow 
ritibody and the polypeptide; and 

the sample and obtaining purified polypeptide of 
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